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Additional File 8: Information on the datasets properties of the clock sites, related to
Figure 2
(A) Ideogram showing the location of the clock sites on the mouse genome. Directionality is
as indicated in the legend, with positively weighted sites displayed in by red arrows and
negatively weighted sites by blue arrows.
(B) Enrichment of genomic features in the clock sites. Directionality of weighting displayed
(red for positive weighting and blue for negative weighting). Tested using binomial test; *: p-
value<0.05.
(C) CG scarcity of the clock sites compared to a random set of CG sites, coloured by

directionality of weighting of the probes in the model.





