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Soybean Consensus Linkage Groups

(Loci in red=SSR, red underline=SSR from EST or GenBank, black=RFLP, blue=AFLP,

sea green=RAPD,
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Soybean Consensus Linkage Groups

(Loci in red=SSR, red underline=SSR from EST or GenBank, black=RFLP, blue=AFLP,

sea green=RAPD, = , dark blue=classical, plum=unknown)
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